
group 8

Global Summary

%DE = 0.52

# genes with fdr < 0.2  = 18295  ( 7864 + / 10431  −)

# genes with fdr < 0.1  = 13972  ( 6597 + / 7375  −)

# genes with fdr < 0.05  = 10658  ( 5607 + / 5051  −)

# genes with fdr < 0.01 = 6308  ( 4070 + / 2238  −)

# genes in genesets = 16360

<FC> = 0

<t−score> = −0.15

<p−value> = 0

<fdr> = 0.48
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Global Genelist

Rank
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log(FC)
p−value

fdr
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synaptic vesicle glycoprotein 2B [Source:HGNC Symbol;Acc:HGNC:16874]

novel transcript

ATPase phospholipid transporting 8A2 [Source:HGNC Symbol;Acc:HGNC:13533]

cellular repressor of E1A stimulated genes 2 [Source:HGNC Symbol;Acc:HGNC:14272]

calcium voltage−gated channel subunit alpha1 B [Source:HGNC Symbol;Acc:HGNC:1389]

synuclein alpha [Source:HGNC Symbol;Acc:HGNC:11138]

cytoplasmic polyadenylation element binding protein 3 [Source:HGNC Symbol;Acc:HGNC:21746]

gamma−aminobutyric acid type A receptor alpha5 subunit [Source:HGNC Symbol;Acc:HGNC:4079]

synaptoporin [Source:HGNC Symbol;Acc:HGNC:16507]

solute carrier family 17 member 7 [Source:HGNC Symbol;Acc:HGNC:16704]

neurofilament medium [Source:HGNC Symbol;Acc:HGNC:7734]

piccolo presynaptic cytomatrix protein [Source:HGNC Symbol;Acc:HGNC:13406]

synapsin II [Source:HGNC Symbol;Acc:HGNC:11495]

novel transcript, overlapping GABRA2

gamma−aminobutyric acid type A receptor alpha1 subunit [Source:HGNC Symbol;Acc:HGNC:4075]

guanine deaminase [Source:HGNC Symbol;Acc:HGNC:4212]

RNA binding fox−1 homolog 1 [Source:HGNC Symbol;Acc:HGNC:18222]

neurofilament light [Source:HGNC Symbol;Acc:HGNC:7739]

synaptotagmin 13 [Source:HGNC Symbol;Acc:HGNC:14962]

synaptotagmin 1 [Source:HGNC Symbol;Acc:HGNC:11509]

p−values

0.0 0.2 0.4 0.6 0.8 1.0

0

2

4

6

8

D
en

si
ty

F
D

R

%DE = 0.52

0

0.2

0.4

0.6

0.8

1p
η0

Fdr
fdr

Global Geneset Analysis

Rank GSZ p−value #all Geneset
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synapse

membrane
plasma membrane

chemical synaptic transmission

postsynaptic membrane

nervous system development

ion transport

postsynapse

synaptic vesicle exocytosis
presynapse

glutamate secretion

cytoplasm

neurotransmitter secretion
regulation of ion transmembrane transport

potassium ion transport

gamma−aminobutyric acid signaling pathway

regulation of exocytosis

exocytosis

synaptic transmission, GABAergic

potassium ion transmembrane transport

Underexpressed
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4
5
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−8.03
−7.79

−7.44
−7.29
−7.03
−6.73
−6.68
−6.55
−5.88
−5.77
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−5.16
−5.09
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DNA replication
DNA repair
DNA−binding transcription factor activity, RNA polymerase II−specific
regulation of transcription, DNA−templated
cellular response to DNA damage stimulus
mRNA splicing, via spliceosome
rRNA processing
regulation of transcription by RNA polymerase II
cell cycle
immune system process
ribosome biogenesis
viral transcription

DNA recombination
chromatin binding
DNA−binding transcription factor activity
double−strand break repair via homologous recombination

CENP−A containing nucleosome assembly

cell division
RNA splicing
chromosome segregation


